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DISTRIBUTION D
IXODES RICINUS

Figure 1 : Distribution géographique d’Ixodes ricinus,
tique vecteur de la borréliose de Lyme en Europe
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I. persulcatus

B. lusitaniae
B. valaisiana
B. spielmanii

(B. sinica)

. ovatus : B. japonica)
(I. turdus : B. turdae)
(I. tanuki : B. tanuki

N

Figure 2 : Répartition des différentes espéces
de Borrelia burgdorferi sensu lato dans le monde
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Borrelia lusitaniae is a species within the complex Borrelia burgdorferi sensu lato and is infrequently isolated
in Furope. In contrast, this species is by far the most predominant in North Africa and in Portugal. In this
study, we analyzed the genetic diversity, at several loci, of a large population of isolates from free-living Ixodes
ricinus ticks collected in Tunisia and Morocco. We found a moderate diversity of the whole genome by using
pulsed-field gel electrophoresis as well as in the osp4 gene sequences, compared to a high level of strain
homogeneity in the small noncoding ribosomal spacer. In contrast, a high diversity of this locus has heen
previously reported for Portuguese isolates. We hypothesize that B. lusitantae strains isolated in North Africa
constitute a clone of Portuguese origin,
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Phases cliniques
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Diagnostic microbiologique de la maladie de Lyme
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Culture et PCR
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Culture et PCR
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Serologie
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Recommandations pour le diagnostic biologique

en fonction des formes cliniques (grade C)

Formes
cliniques

Indications et résultats des
examens essentiels au
diagnostic

Examens optionnels**

Erythéme migrant

AUCUN examen

AUCUN

Meuroborréliose
précoce

- Reéaction cellulaire
lymphocytaire dans le LCRH
et/ou hyperprotéinorachie

- Sérologie positive dans le LCH,
parfois retardée dans le sang

- Synthése intrathécale d'lgG
spécifiques”

- Culture et PCRE du LCR

- Séroconversion ou
ascension du fitre
serique des IgG

Lymphocytome
borrelien

- Aspect histologique du
lymphocytome
- Sérologie positive (sang)

Culture et PCR du
prélévement cutané

Atteinte cardiaque

- Serologie positive (sang)

Sur avis specialisé

Arthrite

- Serologie positive dans le sang
a titre habituellement &leve
(l9G)

- Liguide articulaire inflammatoire

Culture et PCR sur liquide
et/ou tissu synovial

Meuroborréliose
chronique

- Synthése intrathécale d'lgG
spécifiques”

Culture et PCR du LCR

Acrodermatite
chronique
atrophiante

- Aspect histologique évocateur
- Serologie positive a titre élevé
(19G)

Culture et PCR du
prélévement cutané

FEE

Formes oculaires

/0123132/2 gpi‘uf'

- Serologie positive
- Confirmation par avis spécialise

Sur avis specialisé
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- 16 CONFERENCE DE CONSENSUS
EN THERAPEUTIQUE ANTI-INFECTIEUSE
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Situations au cours desquelles la sérologie n'a pas d’indication (grade C)

- Sujets asymptomatiques
- Dépistage systématique des sujets exposes

- Piqlre de tique sans manifestation clinique

- Erythéme migrant typique

- Contréle serologique systematique des patients traites

16° CONFERENCE DE CONSENSUS
EN THERAPEUTIQUE ANTI-INFECTIEUSE
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Borrelia recurrentis
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Diagnostic
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Rickettsia
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FIG. 2. Distance mateix trees derived from gied data (A) and from data for the 165 rRNA-encoding gene (B). The evolutionary distances were determined by the
method of Kimura. These values were used 1o construct a dendrogriam by the neighbor-joining method. The numbers at nodes are the proportions of 100 boostrap
resamplings that support the topology shown, Seale bar = 18% difference in nucleotide sequences. The GenBank accession numbers for the gl sequences included
are & follows: B prowazekdi, M1T14Y%; Barionella henselae, LISYST; Carielly bumenii, M36338; Acinetobacter anitranm, M3303T, E. calt, JU1819; P. aenygingsa, M29T28:
Corynebacterium ghuamicu, X001 12, Bacillus cougubans, M481E, M. smepmatis, X0513; and Thermonlasma acidophilum, X35282. The GenBank accession numbers
for the 163 rRNA gene sequences of these bacteria are M21789, MT3220, MZ1291, UTOR4, M24%0, X684, XA0629, D16267, X52922, and M3RG37, respectively.
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FIG. 1. Comparison of phylogenetic trees for members of the genus Rickettsia derived from g4 sequence data (A) and from 168 rRNA gene sequence data (B). The evolutionary distance values were determined by the
method of Kimura, and the trees were constructed by the neighbor-joining method. Scale bar = 1% difference in nucleotide sequences for glt4 and for 165 rDNA. The numbers at nodes are the proportions of 100 bootstrap
resamplings that support the topology shown. The GenBank accession numbers for the 163 TRNA gene sequences included are as follows: AB bacterium, U04163; R. prowazekii, M2178%; R. helvetica, 1.36212; R. japonica, L36213;
R. massiliae, L36214; R. rhipicephali, L36216; R. ricketisii, L36217; R. sibirica, L36218; “R. mongolotimonae,” L36219; Thai tick typhus rickettsia, L36220; R. typhi, L36221; Israeli tick typhus ricketisia, L36223; “R. slovaca,” L36224;
R bellii, L36103; R. canada, L36104; R, conorii Moroccan, L36105; R. aficae, L36098; R. akari; L36099; Astrakhan fever rickettsia, L36100; R. australis, L36101; strain Bar 29, L36102; R. parkeri, L36673; strain S, U25042; and
“R. aeschlimanni,” U74757. The GenBank accession numbers for glid sequences are given in Materials and Methods.
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Diagnostic:







R agfficae

R conorii conorii

. conorll caspia

R. conorii israelensis

R. sibirica mongolitimonae

R aeschliimannii
+ R. massiliae
L1 R rhipicephali




B R conorii conorii () R helvetica

" R. conorii israelensis + R. massiliae

W R conorii caspia w K. monacencis »

~ R J‘fbf?’i'lﬂ'f‘ll A and related rickettsias
mongolitimoncae

O R. aeschiimannii [ R rhipicephali

4%} R. slovaca 2N\ Rickettsia sp. RpA4d




Les typhus

<le typhus épidémique
<= Rickettsia prowazekii

= yecteur : pou de corps
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<le typhus murin
= Rickettsia typhi

= yvecteur : puce du rat




Anomalie biologique Frequence (%)
Anermie 12%
Hyperleucocytose a polynucléaires 11 - 28%
Leucopenie 12 - 20%
Thrombopenie 30%

Hyponatremie 2%
Elevation des Tiz0 A4%
Elévation des FAL 5%

Hyperazotémie G5
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Mise en évidence de R. conorii subsp. conorii  par
immunohistochimie dans une biopsie cutanée
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Western blot avant (1,2) et aprés adsorption croisee
avec R. typhi (3, 4) et R. felis (5, 6). Pistes 1, 3, 5:
antigene R. typhi ; pistes 2, 4, 6 : antigene R. felis.
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BARTONELLA

____ B.vinsonii

B. grahamii

gz, B. taylord

39 B. doshiae

bs B. elizabethae
{ B. tricobomrm
23 .
B. alsatica

93 —— B. henselae Marseille

B. henselae Houston

B. quintana
B. bacilliformis
B. clarridgeiac

Brcella melitensis
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MALADIE GRIFFES DU CHAT

REACTION GANGLIONNAIRE
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Feline reservoir host Human incidental host

Cat-scratch diseasa in
mmunocompetent
— (al scralch parson

Intra-erythrocytic bacteraemia

Bacillary angiomatosis
N IMmmunocompromised
&= =t

Copyright @ 2005 Nature Publishing Group
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Présence de B. henselae dans les globules rouges de chat réevélés
apres immunofluorescence directe a l'aide d'un anticorps monoclonal
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